Tables
Table 1. List of PPRV positive samples and partial N gene sequences obtained during this study

	Location
	Species
	Sample
	N
	Year
	Accession number

	North Central Zone
	
	
	
	

	Plateau state
	goat
	Lg, Ln
	8/20
	2017-2018
	MT193239/40/41/42

	Benue state
	goat
	Lg, Ln
	2/20
	2018
	MT193239/43

	Kwara state
	goat
	Lg, Ln
	3/17
	2017-2018
	MT193241/42

	
	sheep
	Lg, Ln
	0/3
	2017-2018
	-

	North-East Zone
	
	
	
	

	Bauchi state
	goat
	Lg, Ln
	4/15
	2017-2018
	MT193241/44

	
	sheep
	Lg, Ln
	1/5
	2017-2018
	MT193241

	Adamawa state
	goat
	Lg, Ln
	0/12
	2017-2018
	-

	
	sheep
	Lg, Ln
	1/8
	2017-2018
	MT193245

	Taraba state
	goat
	Lg, Ln
	2/14
	2017-2018
	MT193243/46

	
	sheep
	Lg, Ln
	0/6
	2017-2018
	-

	North-West Zone
	
	
	
	
	

	Kano state
	goat
	Lg, Ln
	0/14
	2017-2018
	-

	
	sheep
	Lg, Ln
	0/6
	2017-2018
	-

	Katsina state
	goat
	Lg, Ln
	3/13
	2017-2018
	MT193241/42

	
	sheep
	Lg, Ln
	1/7
	2017-2018
	MT193237

	Kebbi state
	goat
	Lg, Ln
	5/6
	2018
	MT193234/42/47/48

	
	sheep
	Lg, Ln
	7/14
	2018
	MT193234/42

	South-East Zone
	
	
	
	
	

	Enugu state
	goat
	Lg, Ln
	2/11
	2018
	MT193236/49

	
	sheep
	Lg, Ln
	1/9
	2018
	MT193241

	Abia state
	goat
	Lg, Ln
	3/13
	2018
	MT193241

	
	sheep
	Lg, Ln
	4/7
	2018
	MT193241/50

	Anambra state
	goat
	Lg, Ln
	6/13
	2018
	MT193241/51

	
	sheep
	Lg, Ln
	3/7
	2018
	MT193241/46

	South-West Zone
	
	
	
	
	

	Oyo state
	goat
	Lg, Ln
	5/20
	2018
	MT193241/46/52

	Ondo state
	goat
	Lg, Ln
	1/20
	2018
	MT193249

	Osun state
	goat
	Lg, Ln
	3/20
	2018
	MT193239/41/53

	South-south Zone
	
	
	
	
	

	Rivers state
	goat
	Lg, Ln
	1/20
	2018
	MT193235

	Cross-rivers state
	goat
	Lg, Ln
	2/20
	2018
	MT193243/54

	Akwa-Ibom State
	goat
	Lg, Ln
	4/20
	2018
	MT193249/55/56

	Total	
	
	
	73/360
	
	23



Location indicates the town where samples were collected or the main town closest to sampling site. Type indicates if samples were collected from flocks or in a market. N, number of positive samples/total samples tested. Lg, lung; Ln, lymph node; Accession number, GenBank accession number. Multiple accession numbers are given for one location when multiple non-identical sequences could be obtained from PPRV-positive samples. Accession numbers are repeated when the same sequence was obtained from several locations. Total of accession number is the number of non-identical sequences obtained.
[bookmark: _GoBack]

