
 

Figure 2 Phylogenetic tree of the MuKVs based on the complete VP1 sequences. 

The tree is generated on the basis of nucleotide sequences by the maximum-likelihood 

method based on General Time Reversible (GTR) model (Gamma distributed and partial 

deletion) with 1000 bootstrap replicates. Black diamond symbol refers to the sequences of 

MuKV presented in the current study. 

 

 

 XM34/MW292479 Rattus losea 

 YY19/MW292475 Rattus norvegicus 

 GZ84/MT180158.1 Rattus norvegicus 

  GZ80/MT180162.1 Rattus norvegicus 

  YN27/MW292477 Rattus norvegicus 

 
 YN52/MW292476 Rattus norvegicus 

  YY69/MW292474 Rattus norvegicus 

  YY88/MW292473 Rattus norvegicus 

 
Wencheng-Rt386-2/MF352432.1 Rattus norvegicus 

  GZ488/MT180159.1 Rattus norvegicus 

  rat08/rAiA/HUN/MN116647.1 Rattus norvegicus 

  05VZ-75-RAT089/KT944140.1 Rattus norvegicus 

  16715x18/MF947418.1 Rattus argentiventer 
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