©.00=d

9¢€0'0=d

uouueys

-0
- 001
- 002
8500 =d
600°0 = d
o
Joeys

o d \
1 1 1 i o
- 0G
¢ - 001
® -0G1L
T -00¢
LG00=d
600°0=d
o -0G¢
paAIasqO
‘sdnoJb Apnj}s usamiaq

(xapui AJiSI9AIp UOuURYS pue JOJEWIISD LoBYD ‘SSauydld PaAIasqQ) souaw AJisiaAlp eyd|y | @inbi4

anjep



Figure 2. Overall nasopharyngeal bacterial genera composition between study groups.
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Figure 3. Differentially abundant bacterial taxa by RV/EV infection status and severity.
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e-Figure1. Bacterial genera microbiota profiling by subject.
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e-Figure2. Spearman correlations between bacterial genera.
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