
Identi�er Primary Gene Symbol Mutant

AT1G14130 DIOXYGENASE FOR AUXIN OXIDATION 1 (DAO1) m01

AT1G66430 FRUCTOKINASE 6 (FRK6) m02

AT2G03760 SULPHOTRANSFERASE 12 (SOT12) m03

AT2G16365 PHOTOPERIODIC CONTROL OF HYPOCOTYL 1 (PCH1) m04

AT2G19910 RNA-dependent RNA polymerase family protein m05

AT4G02060 PROLIFERA (PRL) m06

AT4G20070 ALLANTOATE AMIDOHYDROLASE (AAH) m07

AT5G07440 GLUTAMATE DEHYDROGENASE 2 (GDH2) m08

AT5G08010 Hypothetical protein m09

AT5G13220 JASMONATE-ZIM-DOMAIN PROTEIN 10 (JAZ10) m10

AT5G15900 TRICHOME BIREFRINGENCE-LIKE 19 (TBL19) m11

AT5G15920 STRUCTURAL MAINTENANCE OF CHROMOSOMES 5 (SMC5) m12

AT5G16250 Transmembrane protein m13

AT5G16390
CHLOROPLASTIC ACETYLCOENZYME A CARBOXYLASE 1 

(CAC1) m14

AT5G16910 CELLULOSE-SYNTHASE LIKE D2 (CSLD2) m15

AT5G19940 FIBRILLIN6 (FBN6) m16

AT5G22510 ALKALINE/NEUTRAL INVERTASE E (INV-E) m17

AT5G23920 Transmembrane protein m18
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Figure 5. Combined analysis for bicarbonate tolerance candidate genes detection. (A) Number and (B) description of putative 
candidate genes obtained from the genomic and transcriptomic association analysis of A1(c+) and T6(c-) demes. Relative fold change 
(bic vs control) of the 18 candidate genes in the (C) leaves and (D) roots of A1(c+) (orange bars) and T6(c-) (purple bars) plants submitted 
to bic stress (10 mM NaHCO3, pH 8.3) for 48 hours. 


