
3325 control311

R
el

at
iv

e
Ab

un
da

nc
e

(%
)

0
10
20
30
40
50
60
70
80
90

100
Firmicutes
Bacteroidetes
Proteobacteria
Actinobacteria
Cyanobacteria
Tenericutes
Verrucomicrobia
Deferribacteres
TM7
Lentisphaerae
Others

Control T2DM T2DM+Empa T2
DM

   
17

96

T2DM
+Em

pa   2978

●

●

●

●

●

●

●

●

●

p = 0.29
Chao1

C
on

tro
l

T2
D

M

15
00

20
00

●

●

●

●

●

●

●

●

●

p = 0.099
Shannon

7.
0

7.
5

8.
0

8.
5

●

●

●

●
●

●

●

●

●

p = 0.39
Faith_pd

80
10

0
12

0

●

●

●

●

●

●

●

●

●

p = 0.3
Observed_species

12
00

16
00

20
00

-0.5 -0.4 -0.3 -0.2 -0.1 0.0 0.1 0.2 0.3
-0.25
-0.20
-0.15
-0.10
-0.05
0.00
0.05
0.10
0.15
0.20
0.25

PCo1 [56.8%]

PC
o2

[1
1.

6%
]

control_1
control_2
control_3

T2DM_1
T2DM_2

T2DM_3

Empa_1
Empa_2
Empa_3

Tree plot Bar plot

0.0 0.2 0.4 0.6 0.0 0.1 0.2 0.3

Taxa
Oscillospira
Allobaculum
Clostridium
Ruminococcus
Parabacteroides
X.Ruminococcus.
Lactobacillus
Bacteroides
Desulfovibrio
Odoribacter

Groups
control
T2DM
T2DM+Empa

Hierarchical clustering analysis
Control T2DM T2DM+Empa

C
on

tro
l

T2
D

M
T2

D
M

+E
m

pa

C
on

tro
l

T2
D

M

C
on

tro
l

T2
D

M

*

*

*

*

*

*

*

*

*

*

*

*

*

*

*

*

*

*

*

*

**

**

**

**

**

**

**

**

**

**

**

**

**

**

**

**

**

**

−0.95

−0.76

−0.57

−0.39

−0.2

−0.01

0.18

0.37

0.56

0.74

0.93
Fi

bo
si

s 
sc

or
e

Fa
st

 b
lo

od
 g

lu
co

se

R
an

do
m

 b
lo

od
 g

lu
co

se

AU
C

 (O
G

TT
)

AU
C

 (I
TT

)

Oscillospira

Lactobacillus

Parabacteroides

[Ruminococcus]

Lactococcus

Bacteroides

Sutterella

Coprococcus

Bilophila

Adlercreutzia

Bifidobacterium

Prevotella

Alistipes
Odoribacter
Prevotella
Bacteroides
Sutterella
Bifidobacterium
Clostridium
Coprococcus
Ruminococcus
Roseburia
Lactococcus
[Ruminococcus]
Adlercreutzia
Oscillospira
Desulfovibrio
Bilophila
Proteus
Parabacteroides
Allobaculum
Lactobacillus

-1.52

0.00

2.67

co
ntr

ol

T2DM
T2DM+Empa

Group

0

2

4

6

8

R
el

at
iv

e
ab

un
da

nc
e

(%
)

Control T2DM T2DM+Empa

0.0603

0.0432

0.0027

0.0297

0.0499

0.1205

T2D
M

T2D
M+E

mpa

Control

La
cto

ba
cill

us

Rum
ino

co
cc

us

Adle
rcr

eu
tzi

a

T2
D

M
+E

m
pa

T2
D

M
+E

m
pa

T2
D

M
+E

m
pa

A B

C D E

F HG


