>

Transcription of genes
in YPD by NET-seq

14 =
B

Normalised NET-seq read count

CR CR CR All
TFIID  TFID™ TFIID

%ile 75-100 50-75 50-25 0—25

CR head-on
[oX
-2 3.0 1
2 S
2] 2.5
T 5 Pty
€ a
S o 204
zZ3 75-100% expression
o 15 T T
| tssTES | |
kb -30 -20 -10 +10 +20 +30

Average distance to origin

NS
NS
1 k%

TkkkT NS 1NS

N w
o o
L L

N
o
1

Distance TSS - nearest origin (kb)
o

CR CR CR
TFIID ~ TFID~ TFIID

%ile 75-100 50-75 50-25

Random J
sites

Normalised
reads per 20 bp

Normalised reads per 20 bp

Normalised reads per 20 bp

Replication fork density in YPD by TrAEL-seq
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