D-glucose-6P

D-fructose-6P

INV

D-fructose €

[l

v
1,3-B-Glucan

Min Max
DEM
[ = |
MSTRG.35600(SUSS5) DEG
18JCSN(SUS6) |
Sucrose ESLS ; DﬁjjUDP lucose E C1 C2 C3 WI W2 W3
YSS5S6S(INVA) AGPas [T [T RCXU7Z(AGPS1)
0QSBIB(INV*DC4) ALTAsQ WCV94E(ADG2)
MS236J(INV*DC4) ADP-glucos V374FJ(AGPS1)
1XW75L(TPS11) TPS Cellulose
GSSLTW(TPS11) 2s0sEAMY) ISEHOC(At4g39010)
S A W2MXXV(At4g39010)
Trehalose-6P Amylose TPSBLI(BAMI) EAT3JU(CEL3)
34GL3D(BAM3) SI7TRSC(CEL1)
GIWETS(PPY) 3VMA9Y(BAM3) WVPOYI(CEL1)
KW1USA(TPPJ) BAM D po
rch —> xtrin 3
Trehalose Stare t v
C e
EOPWE1(BGLU46)
Maltodextrin Y7IGXD(BGLUA46)
A99A55(--)
CZGLSI(At1g11820) BGLU YDQ82R(BGLU12)
RJ5P85(At1g11820) 6IA9VD(BGLU12)
J31KW7(At1g11820) Maltose DIITLS(BGLU12)
X49QW6(At166250) H92XRP(BGLU25)
) NH7NMJ(BGLU25)
Exg > D-glucose €

Figure 6. DEGs and DAMs in starch and sucrose metabolism. INV: sucrose invertase;

SUS:sucrose synthase; TPS: trehalose 6-phosphate synthase; TPP: trehalose 6-phosphate

phosphatase;

Exg: glucan

endo-1,3-beta-glucosidase;

AGPase:

ADP

glucose

pyrophosphorylase; BAM: beta-amylase; BGLU: beta-glucosidase; CEL: endoglucanase.

The relative expression levels of DEGs and the accumulation of DAMs were calculated

using the LogoFC.



